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Presenter
Presentation Notes
Thank you for inviting me to participate in this meeting, and for giving me the opportunity to share what we are doing in NYC and to learn from others who have been working in this field for decades. I am relatively new to the Viral Hepatitis Program, though not to the Health Department. 



Surveillance Data

https://www1.nyc.gov/assets/doh/downloads/pdf/cd/hepatitis-b-and-c-annual-report-2016.pdf

Presenter
Presentation Notes
I am going to start off by discussing our surveillance data—what we receive, how we receive it, what it tells us about hepatitis B in NYC and what gaps remain.  Pictures here is the cover of our 2016 Annual Report, and a link to the report on-line below. 

https://www1.nyc.gov/assets/doh/downloads/pdf/cd/hepatitis-b-and-c-annual-report-2016.pdf


Legal Mandate for Hepatitis B Lab 
Reporting
Laboratory reporting of suspected or confirmed positive findings or 
markers of communicable diseases is mandated by
• New York State Public Health Law 2102
• New York City Health Code Articles 11 (laboratory) and 13 

(provider)



Surveillance Data through Automated 
Electronic Laboratory Reporting
• What is reported by labs? 

• ALL Positive results
• HBcIgM
• HBsAg
• HBeAg
• HBV DNA
• Hepatitis B genotype

• If reported on same specimen as 
one of the above

• ALT
• Negative HBcIgM, HBsAg, HBV DNA
• Positive and negative HBcTotal, 

HBsAb, HBeAb

• Providers are required to report 
acute hepatitis B only, not 
chronic

• Lab reporting mandated by NYS 
Sanitary Code

Presenter
Presentation Notes
 This slide shows the labs that are reported by all laboratories in NYC—on the right side of the slide, you see a list of all of the lab reports that we receive including positive HBcIgM, HbsAg, HbeAg, HBV DNA, and genotype.  We do receive ALT and negative HBV DNA results if they are performed and reported out on the same specimen as one of the above. Almost all of our surveillance data is based on automated laboratory reporting. Providers are not mandated to report chronic cases to us—they are mandated to report acute hepatitis B and C, but we know that for these diseases and for all diseases, provider reporting is very low. In 2016, we only received 61 reports of acute hepatitis B. CDC estimates that actual acute cases are 6.48 the number of reported cases in any year. Lab reporting is mandated by the NYS Sanitary Code; amendments to the NYC Health Code may also govern laboratory reporting and I will come back to this. 



Demographic Data from Laboratory Reports

Demographic 
information 

received

•Name
•Date of birth
•Social security number
•Sex
•Age
•Address at time of report
•Current address
•Phone number

Do not receive
•Race/ethnicity
•Country of birth
•Risk factors

Presenter
Presentation Notes
The information that we have about each of the cases that are reported is limited to the information collected on your average laboratory requisition: name, date of birth, address; we are missing data about race/ethnicity, country of birth and risk factors



From thousands of lab reports it 
is possible to generate this….



Number and Rate of Persons Newly Reported 
with Chronic Hepatitis B in NYC, 2007-2016
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Presentation Notes
Since 2013, when there were 7101 cases of newly reported cases of newly reported hepatitis B, we have seen an increase each year in newly reported cases. We hypothesize that this is related to immigration trends, screening practices, and health insurance status but we do not have a clear answer. We tried to examine census data looking at in and out migration but the results were inconclusive. We know that the US Preventive Services Task Force came out with screening guidelines in 2014, but anecdotally in NYC, medical providers working with high prevalence communities were already screening widely and have seen this increasing trend nonetheless.  We examined the question of health insurance coverage and did find that in NYC, a higher proportion of Asian patients have health insurance since affordable care act 2012—cannot really say whether this accounts for increased screening. 



Newly Reported Chronic Hepatitis B Cases, 2016

Number Percent Rate per 
100,000 People

Overall 8,439 100.0 98.9

Sex

Male 4,810 57.0 117.8

Female 3,601 42.7 80.6

Unknown 28 0.3 N/A

Neighborhood Poverty Level by ZIP

Low (>10% below poverty) 566 6.7 39.1

Medium (10% to <20%) 2,666 31.7 85.5

High (20% to <30%) 2,414 28.7 114.7

Very high (≥30%) 2,361 28.1 125.5

Presenter
Presentation Notes
This slide shows the demographics of newly reported cases of hepatitis B in NYC. These demographics are fairly consistent with the previous several years with a larger proportion of males, and almost 60% reported from very high or high poverty neighborhoods.



People Newly Reported with Chronic Hepatitis 
B in New York City by ZIP Code, 2015-2016

Neighborhoods with the 
highest chronic hepatitis B 
rates were Sunset Park, 
Brooklyn, and Flushing, 
Queens – neighborhoods 
with large Asian populations

Presenter
Presentation Notes
This slide shows a map of the five boroughs of NYC and is here to show that the highest prevalence of chronic hepatitis B is in areas of the city with large Asian populations, like Sunset Park in Brooklyn, Flushing in Queens. We also see parts of the Bronx where there are large African populations with high prevalence



Can we also use lab reported surveillance data to 
create a NYC hepatitis B care continuum?

• Goal: estimate chronic infections, linkage to care, 
treatment eligibility, and treatment initiation

• Use patterns of hepatitis B test results in surveillance data 
to predict whether a person is linked to care, is a 
treatment candidate, and has initiated treatment

• Refine surveillance definitions using program data and 
clinical data of patients with known treatment eligibility 
and treatment status

• Create surveillance based NYC HBV Care Continuum

Presenter
Presentation Notes
We would like to use our surveillance data to create a population level estimate of linkage to care, treatment eligibility, and treatment initiation using patterns of hepatitis B test results reported to us through automated laboratory reporting. We have created a similar  hepatitis C care continuum for treatment initiation and cure and we validated our algorithms through chart review of 250 charts at large and small institutions across NYC. We plan to repeat this for hepatitis B.



Hepatitis B Care Continuum in the US

11Source: Cohen et al. 2010

Presenter
Presentation Notes
This is an HBV Care continuum from the literature showing that more than a million people in the US are estimated to have chronic hepatitis B, fewer than half are aware, and a small fraction have been treated. "They have noted that the majority of those with HBV are unaware they are infected and recommend screening persons who have immigrated from endemic areas, most of Asia, Africa, the Pacific Islands, parts of the Caribbean and South America and Eastern Europe be tested for HBV."The Chronic Hepatitis Cohort Study found that just under 40% were sufficiently monitored for disease activity & that only 54% of those with cirrhosis were screened for liver cancer



2016 All newly 
reported HBsAg+ 

cases 

No HBV DNA result 
could mean not done or 
negative—need health 
code change to receive 

all negatives

Any HBV DNA 
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based on labs 
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ALGORITHM DEFINITIONS

Linked to care defined as HBV DNA test within 6 
months of newly reported HbsAg (current limitations 
= missing neg HBV DNA)

Treatment candidate defined as HBV DNA >=2000 
and ALT >40
Treatment initiation defined as treatment candidate 
followed by HBV DNA x 2 within 9 months

Viral load reduction defined as a declining HBV DNA 
viral load (>=1 log) in a test result in those in the 
treatment initiation group

Viral load suppression defined as HBV DNA <60 IU/mL 
in those in the viral load reduction group

Based on EASL 2017 Guidelines: 
http://www.sciencedirect.com/science/article/pii/S01
6882781730185X

HBV surveillance based linkage and treatment cascade

Y

N
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Presentation Notes
We are not trying to define care for individual patients because we have a limited birds eye view. We tentatively propose using EASL definitions because they do not taken into account HBeAg status and variation in ALT based on gender and rely primarily on HBV DNA and ALT > 40.One big limitation is that we do not have reporting of fibrosis levels for patients, so patients with negative HBV DNA and normal ALT but cirrhosis will not be included in this algorithm. Nonetheless, we think that we will identify gaps between screening HBsAg positive and initial medical workup including HBV DNA, and gaps in ongoing monitoring for patients on therapy or not on therapy. We are also starting to have increasing access to our Regional health information systems or RHIOS so we may be able to fill additional clinical details in the future. 

http://www.sciencedirect.com/science/article/pii/S016882781730185X
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We are not trying to define care for individual patients because we have a limited birds eye view. We tentatively propose using EASL definitions because they do not taken into account HBeAg status and variation in ALT based on gender and rely primarily on HBV DNA and ALT > 40.One big limitation is that we do not have reporting of fibrosis levels for patients, so patients with negative HBV DNA and normal ALT but cirrhosis will not be included in this algorithm. Nonetheless, we think that we will identify gaps between screening HBsAg positive and initial medical workup including HBV DNA, and gaps in ongoing monitoring for patients on therapy or not on therapy. We are also starting to have increasing access to our Regional health information systems or RHIOS so we may be able to fill additional clinical details in the future. 

http://www.sciencedirect.com/science/article/pii/S016882781730185X


Precedent for Negative Results: Hepatitis C 
RNA
• In 2014, a NYC Health Code amendment required labs to start 

reporting negative hepatitis C RNA results
• Based on patterns of RNA test results, positive and negative, and 

validated chart reviews, the Health Department developed 
surveillance based definitions for treatment initiation and cure

• This allows for estimates of hepatitis C treatment and cure on a 
population level 



Health Code 
Amendment

Presenter
Presentation Notes
Another initiative that we have underway and that ties in directly to our surveillance based hepatitis B care continuum is our proposed health code amendment to require negative hepatitis B DNA reporting. 



Proposal to Amend NYC Health Code to Require 
Reporting of Negative HBV DNA Tests
• Amend Health Code to require laboratories to report all hepatitis B 

DNA tests, including negative results
• Proposal presented at September 2017 Board of Health meeting
• Board of Health voted to approve amendment March 2018; in 

effect 30 days later

Presenter
Presentation Notes
In 2014, we proposed a health code amendment to require negative hepatitis C RNA reporting for patients with a previous positive hep C antibody result. This has enabled us to first of all, determine the proportion of patients in NYC who have complete hepatitis C diagnostic testing including antibody and RNA testing and 2) analyze patterns of RNA testing to estimate treatment initiation and cure. Though laboratory testing for hepatitis B is more complex and determining which patients are eligible for treatment is also more complex, we hope that negative HBV DNA reporting will at least allow us to estimate the proportion of patients with positive HBsAG results appropriately referred for initial assessment of phase of disease as indicated by a HBV DNA result. Additionally, subsequent HBV DNA results may enable us to identify viral suppression, and at a minimum,  adherence to monitoring guidelines for chronic hepatitis B



How will this amendment improve our 
understanding of hepatitis B in NYC?
• Perinatal hepatitis B prevention program: current recommendation 

to obtain HBV DNA for pregnant women with chronic hepatitis B in 
third trimester

• Currently, if HBV DNA missing from surveillance data it could be missing or 
negative; Health Department calls provider. With amendment, HBV DNA 
results will be complete

• Check Hep B program data may be validated
• Hepatitis B surveillance based care continuum may be able to 

show how many patients are linked to care, eligible for treatment 
responsive to treatment 



Thank you
awinters@health.nyc.gov

Presenter
Presentation Notes
Thank you for the invitation and for including me.

mailto:awinters@health.nyc.gov
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